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Tém tit

Nhom nam ki sinh cén trung c6 rat nhieu ng dung trong cac linh vuc khac nhau dién hinh nhat 1a ing
dung trong cong nghiép dugc, nong nghiép.... Dé nghién ctru va khai thac c¢6 hiu qua, cong tac dinh danh nim
chinh x4c rit can dugc quan tam thyc hién. Tuy nhién, cac dac diém hinh thai nhu mau sic, kich thudce, hinh
dang qua thé ciia cac loai thudc chi ndm ky sinh con tring c6 kha ning bién doi rat cao theo diéu kién moi
truong. Ngoai ra dic diém ludng danh cua ching ciing rit kho phan biét. Diéu nay khién viéc phan loai nim ky
sinh c6n tring bang phwong phap giai phiu hinh thai gap nhiéu khé khan. Trong nghién ciru nay, ching toi thuc
hién cac ki thuat PCR va giai trinh ty vung ITS1-5.85-ITS2 rDNA cuia b mau di dugc dinh danh so bo béng
hinh thai cho phép két luan chung thudc chi Isarisa, mot trong nhitng chi ndm ky sinh cén tring da bit dau dwoc
cht ¥ & kha ning tng dung va tinh da dang vé mau thu thap dugc. Cac trinh ty sau giai dugc hiéu chinh
(proofreading) cin than bang cach sir dung cac phin mém Tin-Sinh hoc phii hop (Chromas Pro, Seaview...);
ddng thoi tai cac vung trinh ty “mo hd”, budc hiéu chinh dugc thyc hién bang mét qua quan sat timg dinh huynh
quang mot. By dir liu gen bao gém trinh ty ITS cua cac loai thudc chi Isaria duogc tao thanh cung véi cac trinh
tu duoc lua chon ¢6 chon loc trén GenBank sau d6 dugc déng nhat hoa dé loai bo cac vung khong tuong déng va
c4c khoang trong bit dinh trudc khi chung t6i xay dung cac cay pha hé phan tir v6i ba phuong phap: maximum
parsimony, maximum likelihood, va neighbor-joining. Céc c6 ging nay da gop phan khing dinh tinh dung dan
cta viéc dinh danh 12 mAu ndm déu thudc chi ndm Isaria dya trén hinh thai, thém vao d6 3/12 miu duge suy

doén dinh danh dén muc loai.

SUPPORTING CLASSIFICATION OF ISARIA GENUS : APHYLOGENETIC TREE
CONSTRUCTION BY COMPARING ITS REGION
Abstract

The entomopathogenic fungi has many applications, especially in medical manufacture, agriculture...
Accurate classification plays an important role in research and exploitation. However, some morphological
characters, such as color, size and type of fruit body of species belong to entomopathogenic fungi genus, have a
high ability of transformation follow their habitation. Further more, the dual naming character also makes
identification difficult. Classification by morphologic surgical method runs into serious problems, consequently.
In this study, PCR and sequencing techniques are carried out on 1TS1-5.8S-1TS2 rDNA region of samples,
which are classified by morphological method belongs to Isaria genus, one of entomopathogenic fungi genus has
been considered because of their application and collected samples’ diversity, recently. Bioinformatics softwares
(Chromas Pro, SeaView....) are utilized to proofreading sequences; simultaneously, at unclear regions, eye -
monitoring fluorescent peaks one by one is applied for this purpose. Before constructing phylogenetic trees by
three methods : maximum parsimony, maximum likelihood and neighbor-joining, proofreadinged ITS sequences
of Isaria genus are aligned with selected sequences on GenBank to cut off non-homologous regions and gaps.
This process helps assert that our 12 samples belong to the Isaria genus, and 3 of 12 samples are species-level

classification.
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