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Tom tat:

Tinh khang penicillin & Streptococcus pneumoniae chii yéu la do sy bién
ddi cAu trac cac PBPs (Penicillin Binding Proteins), enzyme tao vach té bao vi
khuén, lam gidm &i lwc cta chang véi penicillin. Cac bién dbéi ciu truc nay bat
ngudn tlr cac dot bién diém trén cac gene pbp, trong d6 cé pbp2b. Chang toi
nhan mét sé trinh tw trén gene pbp2b cla 20 ching S. pneumoniae khang
penicillin bang ky thuat PCR ; sau d6 st dung ky thuat SSCP (Single Strand
Conformation Polymorphism) dé& phat hién cac trinh tw c6 mang dot bién. Cac
trinh tw mang dét bién dwoc phan thanh nhém cé cung dang dién di SSCP va
dai dién cta tryng nhém duwoc phan tich bang ky thuat Sequencing nham xac
dinh nucleotide dot bién.
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Abstract:

Penicillin resistance in Streptococcus pneumoniae is mainly due to
structure alterations of PBPs (Penicillin Binding Proteins), the enzymes
responsible for bacterial cell wall elaboration. These structural alterations
originated from point mutations of pbp genes, including pbp2b gene. We
amplified some fragments from the pbp2b gene of 20 S. pneumoniae resistant
strains by PCR. These fragments were then analyzed by SSCP (Single Strand
Conformation Polymorphism) technique to detect those bearing point mutations.
The point fragments containing mutations were classified into groups depending
on the SSCP electrophoretic pattern. Finally, one representative of each group
was sequenced and point mutation determined.



